Supplementary Table 10. Potentially hepatoprotective genes expressed in the liver.

	Ac. Num.
	Gene name
	Gene function
	Expression changes

	METABOLISM

	T71363
	SDS
	serine dehydratase
	0.341

	H04789
	GYG2
	glycogenin 2 
	2.189

	H22856
	GOT1
	glutamic-oxaloacetic transaminase 1, soluble (aspartate aminotransferase 1)
	0.376

	AA453467
	LDHA
	lactate dehydrogenase A
	0.488

	N25945
	PLSCR1
	phospholipid scramblase 1
	0.451

	AA447761
	ALAS1
	δ- aminolevulinate synthase 1
	0.482

	R64640
	SPTLC2
	Serine palmitoyltransferase, long chain base subunit 2
	2.013

	AA700808
	CPOX
	coproporphyrinogen oxidase (heme pathway)
	2.145

	AA002162
	LPAL2
	Lipoprotein, Lp(a)-like 2
	2.58

	N74679
	APOM
	apolipoprotein M
	2.453

	AA971543
	APOL3
	apolipoprotein L3
	2.123

	DETOXIFICATION

	AA441895
	GSTO1
	Glutathione S-transferase omega 1
	2.206

	N54994
	CAT
	catalase
	2.883

	AA953459
	CBR4
	Carbonyl reductase 4
	2.084

	AA446120
	ADM
	Adrenomedullin 
	0.45

	AA705395
	ARSE
	arylsulfatase E (chondrodysplasia punctata 1)
	2.579

	AI018607
	SULT1A1
	Sulfotransferase family, cytosolic, 1A, phenol-preferring, member 1
	2.494

	AI244615
	ADH6
	alcohol dehydrogenase 6 (class V)
	2.591

	AA454856
	GPX4
	glutathione peroxidase 4 (phospholipid hydroperoxidase)
	2.624

	AA135152
	GPX2
	glutathione peroxidase 2 (gastrointestinal)
	2.139

	R63065
	GSTM3
	glutathione S-transferase M3 (brain)
	2.449

	IMMUNE RESPONSE AND INFLAMMATION RELATED

	T72877
	IL1RN
	interleukin 1 receptor antagonist
	0.449

	T58775
	CCL16
	Chemokine (C-C motif) ligand 16
	2.042

	H54629
	TNFSF10
	TNF (ligand) superfamily, member 10
	2.655

	AA086471
	S100A8
	S100 calcium-binding protein A8 (calgranulin A)
	0.343

	T68274
	C8B
	complement component 8, beta polypeptide
	0.496

	CYTOSKELETON

	AA488346
	MYL6
	myosin, light polypeptide 6, alkali, smooth muscle and non-muscle
	2.107

	EXTRACELLULAR MATRIX AND ECM PROCESSING

	AA677287
	FGL1
	fibrinogen-like 1
	0.451

	AI160964
	DSC1
	desmocollin 1
	2.152

	AA148737
	SDC4
	syndecan 4 (amphiglycan, ryudocan)
	0.484

	AI015641
	SDC1
	syndecan 1
	2.297

	AI000677
	ST3GAL1
	ST3 β-galactoside α-2,3-sialyltransferase 1
	2.668

	AA282219
	ECE1
	Endothelin converting enzyme 1
	2.67

	SOLUTE TRANSPORTERS AND OTHER NON-RECEPTOR TRANSMEMBRANE PROTEINS

	AA129135
	SLC29A1
	solute carrier family 29 (nucleoside transporters), member 1
	2.096

	R00833
	SLC2A2
	solute carrier family 2 (facilitated glucose transporter), member 2
	2.241

	AA406180
	SLC22A18
	solute carrier family 22 (organic cation transporter), member 18
	2.884

	AI241088
	SLC6A13
	solute carrier family 6 (neurotransmitter transporter, GABA), member 13
	2.132

	AI167784
	SLC15A1
	solute carrier family 15 (oligopeptide transporter), member 1
	2.43

	AI139968
	SLC26A4
	solute carrier family 26, member 4
	2.318

	AI219155
	CACNA1C
	calcium channel, voltage-dependent, L type, alpha 1C subunit
	2.186

	R44730
	KCNH7
	potassium voltage-gated channel, subfamily H (eag-related), member 7
	2.698

	TRANSCRIPTION FACTORS

	H96235
	ETS2
	v-ets avian erythroblastosis virus E26 oncogene homolog 2
	0.406

	W96155
	JUN
	v-jun avian sarcoma virus 17 oncogene homolog
	0.208

	T99236
	JUNB
	jun B proto-oncogene
	0.458

	AA055076
	NR2F2
	nuclear receptor subfamily 2, group F, member 2 (COUP-TF II)
	2.151

	AI285592
	HHEX
	Homeobox, hematopoietically expressed
	2.222

	AA404264
	CTDSP2
	CTD small phosphatase 2 (attenuates AR and GR transcriptional activity)
	2.089

	LIGANDS AND RECEPTORS

	AI208285
	LEPR
	leptin receptor
	2.059

	KINASES AND OTHER INTRACELLULAR SIGNAL TRANSDUCERS

	H79047
	IGFBP2
	insulin-like growth factor binding protein 2 (36kD)
	0.396

	AA460841
	IRS1
	insulin receptor substrate 1
	2.052

	H59614
	C11ORF43
	Chromosome 11 open reading frame 43 (Insulin-like growth factor II-associated protein)
	2.238

	W96163
	TOB1
	transducer of ERBB2, 1
	2.422

	AA496565
	PLXNB1
	plexin B1
	2.141

	AI375353
	SGK
	serum/glucocorticoid regulated kinase
	0.405

	N66061
	RABL3
	RAB, member of RAS oncogene family-like 3
	2.01

	AI368184
	RRAS
	related RAS viral (r-ras) oncogene homolog
	2.244

	AA621535
	RASSF4
	Ras association (RalGDS/AF-6) domain family 4
	2.264

	CHROMATIC REMODELING

	AA598791
	HP1BP3
	Heterochromatin protein 1 binding protein 3
	2.108

	RNA PRODUCTION AND SPLICING

	AA418910
	SFPQ
	splicing factor proline/glutamine rich (polypyrimidine tract-binding protein-associated)
	2.413

	POST-TRANSLATION MODIFICATION OF THE PROTEINS, THEIR TRANSPORT AND DEGRADATION

	H61283
	SUMO2
	SMT3 suppressor of mif two 3 homolog 2
	2.152

	RIBOSOME BIOGENESIS AND PROTEIN BIOSYNTHESIS

	AA999990
	EIF4A2
	eukaryotic translation initiation factor 4A var 2
	2.217

	AI262933
	EIF1AP1
	Eukaryotic translation initiation factor 1A pseudogene 1
	2.338

	MISCELLANEOUS

	AI050071
	MEGF8
	Multiple EGF-like-domains 8
	2.113

	AI356174
	HECTD1
	HECT domain containing 1
	2.05

	H72375
	BTN3A1
	butyrophilin, subfamily 3, member A1 (BTF5)
	2.003

	N58558
	SERPINA4
	Kallistatin
	2.017


This table displays genes that are suppressed in the hepatic biopsies of obese patients with NASH, but not in the livers of obese patients with no liver complications (Ratios < 0.5).  It also displays genes with increased expression levels in the livers of obese patients without liver complications, but not in the livers of obese patients with NASH (Ratios > 2.0). 

